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SEQUENCE LISTING 



(1) GENERAL INFORMATION: 



\ 



\ 



(i) 



APPLICANT: 



(A) 
(B) 
(C) 
(E) 
(F) 



NAME: PIERRE FABRE MEDICAMENT 
STREET: 17 , AVENUE JEAN MOULIN 
CITY: CASTRES 
COUNTRY: FRANCE 
POSTAL CODE: 81106 



(ii) TITLE OF INVENTION: IMMUNOGENIC ELEMENT, IMMUNOGENIC 
AGENT, PHARMACEUTICAL COMPOSITION AND PREPARATION PROCESS. 

(iii) NUMBER OF SEQUENCES: 75 

(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC -DOS /MS -DOS 

(vi) DATA OF THE LAST APPLICATION: 

(A) NUMBER OF THE APPLICATION: FR 94 04009 

(B) FILING DATE: APRIL 06 1994 



Information for SEQ ID NO: 1 G2A 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 101 amino acids, 303 nucleotides 
STRAND EDNES S : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 



330 

N - Thr Val Lys Thr Lys Asa Thr Thr Hit Hit Gin Thr Gin Pro Ser Lys Pro Ihr Tnr Lys 
5»- AGC GIG AAA PCC AAA AAC ACC AGG PCC PCC OG MC CTG 003 AGC AAA CDS AX POO AAA 

ISO 

Gin Arg Gin Asi Lys Pro Pro Asn lys Pro Asa Asa Asp Ehe His Ehe (Tin Val Fhe Asn Ete 
OG XT GC ARC AAA GCG GCG AAC AAA CU3 AAC AAC SSTTTC OT TEC GA GIG TIC AKT TIC 
171 173 176 1S2 186 

Pro Cys Ser He Cys Ser Asn Asn Pro Thr Cys Trp Ala He Cys lys Arg" He Ito Asn 
GIG CEG TGC / C AIC TGC MC AAC AK: GCG AGC *IGC TOG GOG AIC TOC AAA GET iOC OX PPC 
132 

Lys lys Pro GLy Lys Lys Ihr Ihr Ihr Lys Pro Thr Lys Lys Pro Ihr Rs Lys Thr Ihr lys 
AAAAAACCE <J3C AAA AAA AX AX AX AAA COS AX AAA AAA COS PCC TIC AAA AX AX AAA 
213 230 
Lys Asp His lys Pro Gin Thr Ihr lys Pro lys Chi \tel Pro Ihr Ihr lys Pro - C 
AAA GST OCT AAA GX GG AX flOC AAA GOG AAA GIG GX AX AX AAA OX - 3' 
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Information for SEQ ID NO: 2 G2B 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 101 amino acids, 3 03 nucleotides 
STRAND EDNES S : S ingl e 
TOPOLOGY: linear 



MOLECULE TYPE: protein 



130 

N - Thr Ala Gin Thr Lys GLy Arg lie Tnr liar Ser Hx Gin Tnr Asn Lys Pro Ser Thr lys 
5 .. jyr- nm nfi J^C AAA QT CUT AJC ACE AOC AGC TCC C7G AflZ ABC AAA 035 AGC AGC AAA, 

ISO 

SerArgSerLysAsiProProLysLys Pro Lys Asp Asp iyr His £te Gin Val Fte Asn Ete 
JGZ GGT AAA AAC Qffi CDS AAA AWl CCG AAA C5T CKT ISC OC TTC G*A GIG TIC AAC TIC 
171 173 176 1B2 1*6 

ValProC^SerneCysGlyAsnAsnGlnl^ 

GIG CX TGI ACE A2C TGC QQZ AAC AAC CTG GG TOT AAA AGC A3C TG3 AAA ACE A3C CCG ACE 
1S2 

Asnl^PtoLysLysI^Erotenel^PcoTnrAsnl^ 

AJC AAA COS AAA AAG AAA CDS AGC AEXC AAA GQ3 AGC AAC AAA COS Att AOC AAA AGC Affi AAC 

213 230 
Lys^AspProl^TnrProAlalysM^ 

AAA ffiT GOT CCG AAA AGC CH* GJa MA AEG Q33 AAG AAG G*A A3C A3C ACE ARC 3 1 



Information for SEQ ID NO: 3 G2A6Cys 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 101 amino acids, 303 nucleotides 



STRAND EDNES S : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 



130 

N - Thr Val Lys Tnr Lys Asn Tnr Thr 
5«- pen GIG AAA ACT AAA AAC ACE AOS 



Tnr Tnr Gin Tnr Gin Pro Ser Lys Pro Tnr Tnr Lys 

ACE AAA CCG ACE AOC AAA 
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150 

GLn tag Qii Asi lys Eto fto Asn 14s Ko Asn Asn A^) Kis lbs Glu \&1 Ite Asi Its 

CfG 03T C7G MC AAA COS 033 AAC AAA CCG AAC AAC SOT TIC CSX TIC GAA GIG TIC AAC TTC 

171 173 176 . 1B2 186 

Val Eto Ser Ser He Cys Ser Aan Aan Ko Bar Cys Tip Ala He Ser lys tag Ko Asi 

GIG CCG tOC JCC JOC TGC X3C ABC AAC CEG AffT 1QC TTO GCC MC AGC AAA Q3T KIC CH3 AAC 

192 

213 230 
jjysAsoHisL^ProGanTtelfcrl^to 



Information for SKQ ID NO* 4 G2B6Cys 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 101 amino acids, 303 nucleotides 



STRAND EDNESS : single 



TOPOLOGY : 1 inear 



MOLECULE TYPE: protein 



130 
N - Thr Ala 
5*- AX 035 
150 

Ser Arg Ser 

171 173 
Val Pro Ser 
GIG ax AX 
192 

Asn Lys Pro 

AAC AAA CCj 



Ser TJir Gin lhr Asn lys Eto Ser Thr Lys 
tG2 #X OC ACC ABC AAA 005 AGC ACC AAA 



Gin Uxr Lys Gly Arg lie Thr 

ac «x aaa ax asr atc acc 



Lys Asn £to Bed Lys Red Lys Asp Asp Ttyr His Ehe Glu \&1 Ihe Asn 
AAA AJC OX GOG AAA AAA 033 AAA GOT Gff TAC OC TXC GAA GIG TIC ABC TIC 



17S 



186 



Serne^ayAsnAsnGinlaiCVsXjysSerl^ 

AX AX IX OX AftC AAC QS3 OG IOC AAA AX ATC AGC AAA AX «IC OB AGC 



Lys Arg Asp 
AAA CGT GO* 



AAA AA3 AAA CCG AX AIC AAA OX «X AAC AAA CCG ACE ACC AAA AX 

230 

ProI^lhrProAlal^^Prol^^^^^^^ 

GD3 AAA AX CCG GX AXG OX AfiG AflG ©A AX AIC AX AAC 



Asn 
ARC 



C 
3' 
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Information for SEQ ID NO: 5 GlACys 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 14 amino acids, 42 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

174 176 182 1S6 187 

N - Ser He Cys Ser Asa Asn Pro Hxr Cys Tip Ala He Cys Lys - C 
5'- fCC AIC IOC AGC AflC AAC CHS ;£T TQC T03 GCG AXC IOC AAA, - 3' 

Information for SEQ ID NO: 6 GIBCys 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 14 ami no acids , 42 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

174 176 1B2 186 187 

N - Sex He Cys GLy Asn Asn Gin Leu cys Lys Ser He Cys Lys - C 
5 1 - AGC XCC IOC GXT AfiC AfC OG CIG 1GC AAA AGC ATC 1QC AAA - 3' 

Information for SEQ ID NO: 7 G1A 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 14 amino acids , 4? nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 
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MOLECULE TYPE: peptide 

174 176 182 186 187 

N - Ser He Cys Ser Asn Asn Pro Uzr Cys lip Ala He Ser Lys - C 
5'- K3Z SJC TOC X3C AfiC AAC CD3 AX TOT 103 O0G A3C AGC AAA - 3' 

Information for SEQ ID NO: 8 GIB 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 14 amino acids, 42 nucleotides 
STRAND EDNES S : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

174 176 1B2 186 1B7 

N - Ser He Cys Gly Asn Asn Gin Leu Cys Lys Ser He Ser Lys - C 
5'- POC £lXC TGC G3C AAC AAC C3G OG TOC AAA ;GC AIC AOC AAA - 3' 

Information for SEQ ID NO: 9 Gl'A 
SEQUENCE TYPE: amino acids 
SEQUENCE LENGTH: 14 amino acids 
STRANDEDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 



174 176 182 186 187 

N - Ser He Asp Sex Asn Asn Pro Tnr Qui lip Ala He Cys Lys - C 
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Information for SEQ ID NO: 10 Gl'B 

SEQUENCE TYPE: amino acids 
SEQUENCE LENGTH: 14 amino acids 
STRANDEDNESS : single 
TOPOLOGY : linear 

MOLECULE TYPE: peptide 

174 176 1B2 186 187 

N - Ser He Asp GOy Asa Asn Gin Lea Qm Lys Ser lie cys Lys - C 

Information for SEQ ID NO: 11 Gl'AfiC 

SEQUENCE TYPE: amino acids 

SEQUENCE LENGTH: 14 amino acids 

STRANDEDNESS : single 

TOPOLOGY : linear 

MOLECULE TYPE: peptide 

174 176 XB2 186 187 

N - Ser lie Asp Ser Asn Asn Pro The Qm Tcp Ala lie Ser I#s - C 

Information for SEQ ID NO: 12 G1'B6C 

SEQUENCE TYPE: amino acids 

SEQUENCE LENGTH: 14 amino acids 

STRANDEDNESS: single 

TOPOLOGY: linear 

MOLECULE TYPE: peptide 

174 176 XB2 186 187 

N - Ser lie Asp GLy Asn Asn Gin Leu Qm Lys Ser He Ser Jj/s - C 



WO 95/27787 - 40 - PCT/FRS5/ 00444 

Information for SEQ ID NO: 13 P40 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 335 amino acids, 1005 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 



P40 = N -Ala ProI^AspAsnTftrTipTyrAlaGlyGLyI*sli^Gty 

GCT CIE AAA COT PX XT TOG 1KT G31 GST ffiT AAA QG GGT H33 TCC 

17 

Gin Tyr His Asp ttnr Gly Jte Tyr GLy Asi GLy R« Gin Asa Aai Asn GLy Kro 
OG jKT C7C ffC ACC GGT TIC TEC GGT AAC G3T TIC OSG AAC AAC ABC GST GG3 
35 

ThrArgAmAspGlnI^GIyAlaGa.yAlate<ay^y^^^^ to 
£CC GGT AAC CSX CPG CIT GGT GCT GET G33 TIC GST (XZT TEC CTG GIT ABC CC3 

S3 _ 
Tyrl^GlyFteGlu^GlyTyrAspTcpl^cay^ 

IX CIC GGT TIC (SA AlIG GGT TCT C5C 1G5 CIG CGC Q3T ATO GDV TKT AAA GGC 
71 

Ser^AspA^GlyAlaFtel^AlaCnnCayValcanl^Thr^ 

fCC GIT G?C AAC GGT GCT TIC AAA GCT CTG GOG GTT GAG QG ACC OCT AAA QG 

89 _ 
GLyiyrProneThrAspAspIi^As^IleT^ 

GGT T3C OCG AIC XT CSC CSX CIG GSC AIC TOC ACC ttTT QG C^C C33C AJG GIT 
107 

TcpAigAlaAspSerLysGlyAsriTyrAUSerlhr^ 

TG3 OGC GO* GKT TGC AAA G3Z AAC ISC GCT TQ Att G3C GIT Ttt OST AGC CSA 
225 

HisAsplfcrcayV^SerProV^lteAlacay^ 

C7C GKC JCT GTT TCC Q1A G1A TTT OCT CJ2Z GGC G1A CSG 1GG C£X GIT ACT 
143 

ArgAspIleAJAlfcrArgl^GauiyrGlnlrp^ 

GJT ATC GCT XC CUT CIG CSA UC C3C TG3 GTT AAC AAC A2C C33C CSC GEE ^ 



GLyTfe^cayTteArgProAspAsnGiy^ - 
GGC JQ* GIG G3T ACC CUT OCT OCT AAC GGC AUG QG AGC QG CSC GIT TCT TEC 

179 

ArglteC&yGlnGluA^AlaAlaProV^V^A^ 

CGC TIC GET CSG CSA CSX GQ GCA CDG GTT GTT GQ G3G OCT CDS GQ G3G CTX 
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157 



215 



AsnljysAlaTlirl£uI^Pto(^C2lyCnnCnnAlaI^ 



233 



CIG A2I AJ£T AEG (SET 003 AAA GBC G3T Ttt OCT GIT GIT QG <23C ISC Ad 



251 



c^ccr^a^mrc^aa-^A^cMOCCiGTcrG^AAACCTCT 



269 



^\^\^AEpT^I^^AlaLysayIlePtoAlaCayL^ 

TX(^cnrc^T^ciGGrrairAAAar:^aEC^ 



287 



TtoG^l^ayCluSerAsnPeo^TSirCty 

C2T G33 WG G3T *IOC AEC CD3 GTT ACT (EC ABC ACC TGT CTC AfiC GIG AAA 



305 



a^ciracraraGAJCOTTOCiGacraasOT 

323 335 
\^I^CayTyrLysQuValValThr^ 

GTT WW GGC T7C GIT G3A ACT CG CD3 GCT T?A - 3* 



Information for SEQ ID NO: 14 G2A6CF 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 101 amino acids, 303 nucleotides 



STRAND EDNES S : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 



130 — _ 

5t_ G3X3 /2*A AOC AAA AAC PCC AOS PCC ACC CTG ACT CTG CEG AGC AAA CTG AOC ACC AAA 
b flu- uio /w ^ ^5 158 170 

150 

GlnArg tin An X* P» £*> ^ » An Asa Asp Ser His Ser On Ser As> Ser 
C7G CGT ATC AAA Q33 CDS AflC AAA CCB AAC AflC SO" 10C C5T TGC GAA GIG TCC AflC TO 
171 173 176 182 IBS _ 

fto'ser Ser Dfi Cys i.er Asn Asn Ko Tfcr Cys Tip ALa Oe Ser ly> Atg Rro Asn 
GIG COB AGC A3C ATC TOC AG3 AflC AAC OB A^ 7GC 1G3 ^G A1C AGC ASA G3T ATC CCG AAC 
192 

AW AAA OS ST AAA AAA ACC ACG ACC AflA COS AOC AAA AAA CG3 ACC TIC AAA ACC AOC AAA 
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213 230 
Lys Asp His Lys Pro Gin Tnr Ihr Lys Pro D/s GLu Val Pro Tnr Tnr Lys Pro - C 
AAA CT Off AAA OT C7G AOC ACT AAA CDS AAA OA GIG G03 AGC AGC AAA CEE - 3' 

Information for SEQ ID NO: 15 G4A 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 17 amino acids, 42 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

171 173 176 1S2 186 1B7 

N - Val Pro Cys Ser lie Cys Ser Asi As* Pro Tnr Qys Trp Ala lie Cys Lys - C 
5'- GIG QG3 1GC X3C AXC TQC AGC AAC AAC OGG AOC TGC 1G3 GOG A3C TGC AAA - 3 # 

Information for SEQ ID NO: 16 G4A6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 17 amino acids, 42 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

171 173 176 1B2 186 187 

N - Val Pro Ser Ser He Cys Ser Asn Asn Iro Ihr cys Trp Ala He Ser Lys - C 
5'- GIG CDS AGC AGC fldC TGC AGC AAC AAC GCG XC T3C 1G3 GCE AIC X3C AAA - 3 # 
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Information for SEQ ID NO: 17 G4B 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 17 amino acids, 42 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

171 173 176 182 186 1B7 

N - Val Pro Cys Ser lie Cys Gly Asn Asn Gin Leu Cys Lys Ser lie Cys Lys - C 

5 f -gig or iaz xxz xrz tgz oar ak: ak: og gig hoc aaa at aic tcc aaa. - 3* 

Information for SEQ ID NO: 18 G4B6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 17 amino acids, 42 nucleotides 
ST RAND EDNESS : single 
TOPOLOGY : linear 

MOLECULE TYPE: peptide 

171 173 176 182 1B6 187 

N - Val Pro Ser Ser lie Cys Gly Asn Asn Gin Lax Cys Lys Ser He Ser Lys - C 
5' -GIG GGC 2GC JCC A2C TGC GGC ABC PfiC C7G CIG 1GC AT ATC PGC AAA - 3* 

Information for SEQ ID NO: 19 G4'A 
SEQUENCE TYPE: amino acids 
SEQUENCE LENGTH : 17 amino acids 
STRANDEDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

171 173 176 182 1B6 187 

N - Val Pro Asp Ser He Asp Ser Asn Asn Pro Tnr Qm lip Ala He to Lys - C 
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Information for SEQ ID NO: 20 G4'A6C 

SEQUENCE TYPE: amino acids 
SEQUENCE LENGTH: 17 amino acids 
STRAND EDNES S : s ing 1 e 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

171 173 176 182 186 0JB7 

N - Val Fro Ser Ser He Asp Ser Asn Asn Pro Thr Cta Irp Ala lie Ser Lys - C 

Information for SEQ ID NO: 21 G4 ' B 
SEQUENCE TYPE: amino acids 
SEQUENCE LENGTH: 17 amino acids 
STRANDEDNES S : s in g 1 e 
TOPOLOGY : linear 

MOLECULE TYPE: peptide 

171 173 176 1B2 1B6 187 

N - Val Pro Asp Ser He Asp GLy Asn Asn Gin Leu Cm Lys Ser lie Qm Lys - C 

Information for SEQ ID NO: 22 G4'B6C 

SEQUENCE TYPE: amino acids 

SEQUENCE LENGTH : 17 amino acids 

STRANDEDNESS : single 

TOPOLOGY : 1 inear 

MOLECULE TYPE: peptide 

171 173 176 1S2 186 1B7 

N - Val Pro Ser Ser lie Asp GLy Asn Asn Gin Lai Qm Lys Ser He Ser lys - C 
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Information for SEQ ID NO: 23 G200A 

SEQUENCE TYPE : amino acids and nucleotides 
SEQUENCE LENGTH: SI amino acids, 183 nucleotides 
STRANDEDNESS : single 
TOPOLOGY : 1 ine ar 



MOLECULE TYPE: protein 
140 

N - Gin Thr GLn Pro Ser Lys Pro Thr Thr Lys Gin Arg Gin Asn Lys Pro Pro Asn 
5»- C7G CHS PG3 AAA 003 MC AAA OG d3T CRG ABC AAA 033 CEG AAC 

258 173 176 

Lys Pro Asn Asn Asp Sie His Ite Glu Val Ite Asn Ebe Val Pro Cys Ser lie Cys 

aaa aos a*c <wr tic ctj* tic cta gig tic aac ttc gig ax too agc aic io: 

177 0H2 186 

Ser Asn Asn Pro Bar Cys Tip Ala lie cys lys Arg lie Pro Asn Lys lys Ero GLy 
PCC JVC P2C CCD JCC TGC 103 G03 AIC TGC AAA 03T A2C 033 AAC AAA AAA 033 G33 
1S6 200 
Lys Lys Thr Thr Inr - C 
AAA AAA AT AX AQ3 - 3' 

Information for SEQ ID NO: 24 G198A 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 59 amino acids, 177 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Gin inr Gin Pro Ser Lys Pro Thr Thr Lys Gin Arg Gin Asn Lys Pro Pro Asn 
5«- OG XT OC CD3 AGO AAA CTE AGO AX AAA C3G CGT CTG AAC AAA (XG 033 AAC 
258 173 176 

Lys Pro Asn Asn Asp 5te His I*e Glu VallteAsnlteValProCysSerrLeCys 
AAA 033 AttZ AAC GAT TIC Off TTC OVA GIG TTC ARC TIC GIG 033 103 AG3 AEC TG3 
• 177 1B2 186 

Ser Asn Asn Pro Thr Cys Trp Ala He Cys lys Arg He Pro Asn Lys Lys Pro Gly 
AG3 AftZ JtfC OS AX TGC TG3 GCG AIC TGC AAA Q3T AIC 033 AAC AAA AAA 035 G3C 
196 196 
Lys Lys Thr - C 
AAA AAA «T - 3' 
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Information for SEQ ID NO: 25 G196A 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 57 amino acids, 171 nucleotides 
STRAND ED NESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Gin Tnr Gin Pro Ser Lys Pro Thr Hit lys Gin Arg Gin Asn Lys £*o Pro Asn . 
5'- GG C7G CEE AGC AAA. CDS AT AT AAA C7G CGT C7G AAA. CD3 003 AAC 
158 173 176 

lys Pro Asn Asn Asp Re His Pbe Glu Val Fhe Asn Fhs Val Pro Cys Ser He Cys 
AAA 023 AflC AAC GKTTTC CST TIC GW GIG TIC AAC TIC GIG COG 1GC AGC XTC TJ32 
IT? IS2 256 

Ser Asn Asn Pro Thr Cys *Irp Ala He Cys Lys Axg He Pro Asn Lys Lys Pro GLy 
PGZ A?C AAC CJ3 AGC TGC TQ3 OS AEC TGC MA CGT AIC COS AAC AAA AAA 033 GQC 
136 

Lys - C 
AAA - 3* 

Information for SEQ ID NO: 26 G194A 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 55 amino acids, 165 nucleotides 
STRAND EDNES S : single 
TOPOLOGY : 1 ine ar 



MOLECULE TYPE: protein 
140 

N - Gin Har Gin Pro Ser Lys Pro Thr Thr lys Gin Arg Gin Asn Lys Pro Pro Asn 
5'- GG AGC CTG CU3 AGC AAA GGG AGC AOC AAA OG CGT CTG AAC AAA CDS 005 AAC 
158 173 176 

Lys Pro Asn Asn Asp Sb His Re Glu Val 8s Asn fte Val Xto Cys Ser He Cys 
AAA COG AAC AAC GST TIC OCT TIC SA GIG TIC AAC TIC GIG CDS TQC AGC AdC TQC 
177 322 186 234 

Ser Asn Asn Pro Thr Cys irp Ala He Cys lys Arg lie to Asn lys Lys P*o - C 
AGC AAC AAC CGG AGC TGC TG3 G3G ATC TQC AAA CGT AIC 0DG AAC AAA AAA CEG - 3' 



WO 95/27787 - 47 - PCT/FR95/00444 

Information for SEQ ID NO: 27 G192A 

SEQUENCE TYPE: amino acids and nucleotides 

SEQUENCE LENGTH: 52 amino acids, 156 nucleotides 

STRAND EDNES S : 8 ingl e 

TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Gin Thr Gin Pro Ser Lys Pro Ihr Thr Lys Gin Arg Gin Asn Lys Pro Pro Asn . 
5'- GAG XIZ OG 005 AGC AAA CHS ATXCM C7G GGT GG APC AAA CCG 033 WC 
058 173 176 

Lys Pro Asn Asn Asp ftie His Ihe Gin \tel fte Asn Ete V^l Pro Cys Ser He cys 
AAA 003 AAC AAC CTT TIC OCT TIC G*A GIG TIC AAC TIC GIG "033 TGC AGC AIC IOC 
177 1S2 1B6 152 

Ser Asn Asn Pro Tnr Cys Trp Ala He Cys Lys Arg He Pro Asn lys - C 
PCCMCPfiC O0G ACC TGC TG3 G03 AIC TGC AAA 0GT AOC 0CE AAC AAA - 3* 



Information for SEQ ID NO: 28 G6A 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 51 amino acids, 153 nucleotides 
STRAND ED NESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Gin T*ir Gin Pro Ser Lys Pro Ihr Ihr Lys Gin Arg Gin Asn Lys Pro Pro Asn 
5'- CPG XC OC CXE POC AAA 033 AQ3 AGC AAA CTG 03T CJC AAC AAA CH3 003 AAC 
158 173 176 

Lys Pro Asn Asn Asp Ite His Ite GLu Val Ite Asn fte Val Pro Cys Ser lie Cys 
AAA 033 AWT AWT GET TIC OCT TIC C7 . GIG TIC AAC TIC GIG CCG TGC AGC ATC ICC 
1T7 1B2 186 ISO 

Ser Asn Asn Pro Tnr Cys Tip Ala He Cys Lys Arg He Pro - C 

mc ak: a«: ens ax tgctog 033 ajc toc aaa cgt AIC C03 - 3* 
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Information for SEQ ID NO: 29 G7A 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 33 amino acids , 99 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 

158 173 
N - Lys Pro Asn Asn As> Fhe His Ste Gin Fte Asn Ete Val Pro Cys Ser He . 
5'- WW CDG AAC AAC GKT TIC CRT TIC C7A GIG TIC TIC GIG GOG 102 AOT A3C 
176 182 186 ISO 

Cys Ser Asn Asn Pro Hit Cys Tip Ala He Cys Lys Arg Us Pro - C 
TGT £GC AAC AAC CDS ACC TGC 1GD GCD AlIC 1GC AAA QGT AIC COS - 3' 



Information for SEQ ZD NO: 30 G200A6C 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 61 amino acids, 183 nucleotides 



STRANDEDNESS : single 



TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Gin Hit Gin Pro Ser Lys Pro Uar The lys Gin Arg Gin Asn Lys Pro Pro Asn 
5'- OG^T CTG (XC AGC AAA CDS ACC AOC AAA CTG CUT CTG AAC AAA GOG CCS AAC 
158 173 176 

Lys Pro Asn Asn Asp Re His Fhe GLu V^l ihs Asn Ite Val Pro Ser Ser He Cys 
AAA 003 PfC PfC C?iX TIC OCT TIC C5A GIG TIC AAC TIC GIG CDS AG? AGC AIC "iGC 
177 1H2 186 

Ser Asn Asn Pro Tnr Cys Txp Ala He Ser Lys Arg He Pro Asn lys lys Pro Gly 
AG3 AAC AAC COS ACC TOT IG3 G33 AIC AGC AAA CGT AIC QGG AAC AAA AAA COS GX 
156 200 
Lys lys Tnr Hit Tnr - C 
AAA AAA. AGC AQ3 ACC - 3* 
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Information for SEQ ID NO: 31 G198A6C 



PCT/FR95/00444 



SEQUENCE TYPE : amino acids and nucleotides 
SEQUENCE LENGTH: 59 amino acids, 177 nucleotides 
STRAND EDNESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Gin Hit Gin Pro Ser Lys Pro Tnr Tnr Lys Gin Arg Gin Asn Lys Pro Pro Asn . 
5'- OG AT OG CTD AQC AAA CCG KT AT AAA OG GET OG AftC AAA GG3 OE AKT 
158 173 176 

Lys Pro Asn Asn Asp Ihe His Ete Glu R» Asa Ehs \fel Pto Ser Ser lie cys 
AAA CCD AAC AAC GOT TIC OCT TIC GIG TIC AfiC TIC GIG OJ2 tCC X3Z JOC TBZ 
177 XB2 2B6 

Ser Asn Asn Pro Tnr Cys Irp Ala lie Ser Lys Arg He Pro Asn Lys Lys Pro GLy 
AGC AAC AflC ODG PCC IGC TOG OCG AJC AGC AAA OGT AZC CJ3 AAC AAA AAA COG GGC 
196 196 
Lys Lys Thr - C 
AAA ASA ACC - 3* 



Information for SEQ ID NO: 32 G196A6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 57 amino acids, 171 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 

140 

N - Gin Thr Gin Pro Ser Lys Pro Thr Thr Lys Gin Arg Gin Asn Lys'Rro Pro Asn 
5'- OG PCC OG GOG AOC AAA CCG ACT ACC AAA OG OGT OG JVC AAA CDS CTG AAC 



WO 95/27787 



- 50 - 



PCT/FR95/00444 



158 



173 



176 



Lys Pro Asn Asn Asp Ite His Efce GLu Vfed Rie Asn Rib Val Pro Ser Ser lie Cys 

aaa cm ak: aac cm* tic ot tic gv^ gig nc ak: tic gig ax at poc atc toc 



Ser Asn Asn Pro Ihr Cys Trp Ala He Ser Lys Azg He Pro Asn Lys Lys Pro QLy 
AGC AAC AAC QC3 ACC TGZ TG3 GCG AIC AGC CGT AIC OCG AAC AAA AAA CEG GST 
136 

Lys - C 
AAA - 3' 



Information for SBQ ID NO: 33 G194A6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 55 amino acids , 165 nucleotides 
STRAND EDNES S : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Gin Ihr Gin Pro Ser Lys Pro Hzr lhr Lys Gin Azg Gin Asn Lys Pro Pro Asn 
5'- CTG fCC OG CCG AGC AAA GG3 ACC ACC AAA GG CGT OG AAC AAA CCG dC AWT 
158 173 176 

Lys Pro Asn Asn Asp Ftae His Hs Val Ite Asn Ite Val Pro Ser Ser He Cys 
AAA OCG AAC AAC GST TIC Off TIC GA GIG TIC AAC TIC GIG 005 AGC MC AIC TGC 
177 182 1B6 194 

Ser Asn Asn Pro Ihr cys Tzp Ala He Ser Lys Azg He Pro Asn Lys Lys Pro - C 
AGC AAC AAC GG3 ACC TGC TGG GQ3 ATC AGC AAA OGT AIC GOG AAC AAA AAA Q33 - 3' 



Information for SEQ ID NO: 34 G192ASC 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 52 amino acids, 156 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Gin Ihr Gin Pro Ser Lys Pro ihr Thr Lys Gin Azg Gin Asn Lys Pro Pro Asn 
5'- C7G JtC GG 0G3 AGC AAA Q33 ACC JtC AAA C7C QGT OC AAC AAA GCG CDS AAC 



177 



1B6 



WO 95/27787 - 51 - PCT/FR95/00444 

158 173 176 

Lys Pro Asn Asn Asp lbs His £te Glu Val ftfi Asn £*e Val Pro Ser Ser lie Cys 
AAA CTG AAC OTT TIC OCT TIC C3tfV GIG TIC AAC TIC GIG 033 AGC AGC /OC TG2 
177 182 186 132 

Ser Asn Asn Pro Hit Cys Tip Ala lie Ser Lys Arg He Pro Asn Lys - C 
X3C AAC AAC 005 AOC TQC TBS GOG JOC AGC AAA CGT A3C GG3 AAC AAA - 3' 

Information for SEQ ID NO: 35 G6A6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 50 amino acids, 150 nucleotides 



STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Gin Ihr Gin Pro Ser Lys Pro Thr Thr Lys Gin Arg Gin Asn Lys Pro Pro Asn 
5»- OG UJZ GG 0CG TOO AAA COS ACC JCC AAA CTG OGT CTG AAC AAA 003 GCG AAC 
158 173 176 

Lys Pro Asn Asn Asp Itae His Fhe Glu Val Ite Asn Ehe Val Pro Ser Ser lie cys 
AAA aCMTAK: C3CT TIC CTT TIC C3A GIG TIC AAC TIC GIG GJ3 AGC A3C SIC TGC 
177 182 186 190 

Ser Asn Asn Pro Tnr Cys Tip Ala He Ser Lys Arg lie Pro - C 
PCC PfiC AWT CDS AGC TGC TOG GOG A3C AT AAA QGT ASC OCE -3' 



Information for SEQ ID NO: 36 G7A5C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 33 amino acids, 99 nucleotides 
STRANDEDNESS: single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 

158 173 
N - I#s Pro Asn Asn Asr Ehe His Ete Glu Val She Asn Ite Val Pro Ser Ser He 
5»- .AAA 003 P2C P*C GKT TIC OST TTC GAA GIG TIC AAC TIC GIG 0DG AGC AGC JOC 



WO 95/27787 



52 



PCT/FR9 5/0 0444 



176 182 1B6 150 

Cys Ser Asn Asn Pro Har Cys Tip Ala He Ser Lys Arg He Pro * C 
TGC AGC ARC AAC QCE AOC TO 105 GCG AIC AGE AAA GCT AIC GCG - 3' 



Information for SEQ ID NO: 37 G200B 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 61 amino acids, 183 nucleotides 



STRAND EDNESS : single 



TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Ser Hit Gin Thr Asn lys Fro Ser Thr Lys Ser Arg Ser Lys Asn Pro Pro Lys Lys Pro 
5'- AGC ACC'CJG AOC AAC AAA CCS AGC AGC AAA AGC GGT AGC AAA AAC COG CCS AAA AAA GOG 
160 173 176 

Lys Asp Asp iyr His Ete Glu Val Fhe Asn ite Val Pro Cys Ser He cys CSly Asn Asn Gin 
AAA GKT GOT UC CAC TIC OTA GIG TIC AAC TIC GIG GCT TGC AGC AIC TGC GGC AAC AAC GG 

182 186 200 

Leu Cys Lys Ser He Cys lys Hit He Pro Ser Asn Lys Pro Lys Lys Lys Pro Tnr He- C 
CIG TO AAA AGC AIC IOC AAA XJZ AIC CTG AG3 AAC AAA GCG AAA AAG AAA CD3 AOC AIC- 3' 



Information for SEQ ID NO: 38 G198B 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 59 amino acids, 177 nucleotides 



STRANDEDNESS : single 



TOPOLOGY 



MOLECULE TYPE: protein 
140 

N - Ser Thr Gin Tnr Asn Lys Fro Ser Thr Lys Ser Arg Ser Lys Asn Pro Pro Lys Lys Pro 
5«. GIG AOC AAC AAA CCG AGC ACT AAA AGC GGT AGC AAA AAC GGG COG AAA AAA CGG 

160 173 176 

Lys Asp Asp iyr His fte Glu Val Ptae Asn As \&1 i o Cys Ser He Cys GLy Asn Asn Gin 
AAA C5C OTT T7C C7C TIC GAA GIG TIC AAC TIC GIG GGC AGC AIC TGC GGC AAC AAC CTG 

182 186 198 

Leu Cys lys Ser He Cys Lys Thr He Pro Ser Asn lys Pro lys Lys Lys Pro - C 
CTG TGC AAA AGC AIC 1GC AAA AOC AIC CC5 AGC AAC AAA CDS AAA AAG AAA G35 - 3* 



WO 95/27787 - 53 - 

Information for SEQ ID NO: 39 G196B 



PCT/FR95/00444 



SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH; 57 amino acids, 171 nucleotides 
STRANDEDNESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Ser Thr dn Thr Asn Lys Pro Ser Thr Lys Ser Arg Ser Lys Asn, Pro Pro Lys Lys Pro 
5»- PC3Z AOC OCAX^WA 033 AGC ACC AAA fCC CGT XT AAA AfiC 033 CEG AAA AAA 003 
160 173 176 

Lys Asp Asp Tyr His Fhs Glu Val Ite Asa Ete Val Pro Cys Ser He Cys dy Asn Asa Gin 
AAA GKT QU" OC TIC OA GIG TIC AfiC TIC GIG CEC TGC AE JOC IGC GGC AfiC AAC GG 

1B2 186 196 

Leu cys Lys Ser He Cys lys Thr He Pro Ser Asa Lys Pro Lys Lys - C 
C2G IGC AAA AGC AJC IGC AAA AGC XIC GOG AGC ABC AAA CD3 AAA AAG - 3' 



Information for SEQ ID NO: 40 G194B 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 55 amino acids, 165 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 



N - Ser Hit Gin Thr Asn Lys Pro Ser Thr Lys Ser Arg Ser Lys Asn Pro Pro Lys Lys Pro 
5'- tOZPCZ CTG AGC AWT AAA CZG AGC XJZ AAA POC CET AGC AAA AAC CG3 CEG AAA AAA <XG 



Lys Asp Asp Tyr His Fte Glu Val Ite Asn Ite Val Pro Cys Ser lie cys GLy Asa Asa GLn 
AAA GO* CTT T7C OC TIC GIG TIC AAC TIC GIG CCT TGC TOO JOC 7GC G3C AfiC AAC GC 



140 



150 



173 



176 



122 1B6 
Leu cys Lys Ser He Cys Lys Thr lie 
OG TQC AAA AGC KTC TGC AAA AGC AXC 



Pro 
GJ3 



194 

Ser Asa Lys Pro - C 
MC AKZ AAA aGS • 3* 



WO 95/27787 - 54 

Information for SEQ ID NO: 41 G192B 



PCT/PR9 5/00444 



SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 53 amino acids, 159 nucleotides 
STRAND ED NESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Ser Tnr Gin Tnr Asn lys Pro Ser Tnr Lys Ser Acg Ser Lys Asn Pro Pro Lys Lys Pro 
5'- X3C XT OG MZ AttT AAA OCG AGC ACC AAA tGZ OGT POO AAA AfiC 0C3 <XG AAA AAA CE3 
160 173 176 

Lys Asp Asp Tyr His Ite Glu Val She Asn Rs Val Pro Cys Ser He Cys GLy Asn Asn tin 
AAA G%T GrtT T7C CRC TIC C5A GIG TIC AfiC TIC GIG ODC 1GC AGC AIC 1GC GQC AfiC AAC Q=G 
IH2 1B6 192 

Leu cys Lys Ser He Cys Lys Hsr He £*o Ser Asn - C 
OG TGC AAA AGC A3C TQC AAA AOC AIC C03 AGC AfiC - 3' 



Information for SEQ ID NO: 42 G6B 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 51 amino acids, 153 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Ser Tnr Gin Tbr Asn Lys Pro Sex Tnr Lys Ser Acg Ser Lys Asn Pro Pro D/s Lys Pro 
5*. fCCPOZ CfiG AGC AfiC AAA GJ2 AGC PCC AAA AGC GST AGC AAA AfiC dC GD5 AAA AAA COG 
160 173 176 

Lys Asp Asp Tyr His Ifee Glu Val Ifce Asn Rfi \tel Pro Cys Ser He cys Gly Asn Asn Gin 
AAA GOT GKT TAC OC TIC OTA GIG TIC AfiC TIC GIG CC3 TGC AGC ASC TGC OGC AfiC AfiC CAG 

1£2 1B6 190 

Lai cys Lys Ser He Cys lys Hit He Pro - C 
CIG TGC AAA AGC AdC TQC AAA AOC ADCC CDS - 3' 



WO 95/27787 - 55 

Information for SBQ ID NO: 43 G7B 



PCT/FR95/00444 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 33 amino acids, 99 nucleotides 



STRAND ED NESS : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 

173 176 
N-LysProLys^AspiyrHis 

5 i_ QQ2 COT OT UC C7C TIC OA GIG TIC AAC TTC GIG COT TGC AST AJC " 

1B2 IBS 190 

Asn Asn Gin leu cys iys Sea: He Cys Lys Thr He Ito - C 
W^T AJC GG CIG TGZ AAA AGC A3C TGZ AAA AGC A3C CTO - 3* 

Information for SEQ ID NO: 44 G200B6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 61 amino acids, 183 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Ser Thr Gin Tnr Aai lys itoSerlnrl^SerAi^Serl^AsaPtoProI^l^Ito 
5 ._ JCC CFG ACC AAC AAA GD3 PCC ACC AAA AGC QGT AGC AAA ABC CH3 CCG AAA AAA COS 

160 173 176 

!^AspAspiyrHisIteGlu\^R=AsnIte\^PtoSer 

AMI GOT GST CSC TIC OA GIG TIC AAC TIC GIG CCC PCC AGC AEC TGC GGC AAC AAC CTG 

1B2 1B6 200 

I^C^I^SerneSerlysTnrlleltoSerAsnl^Erol^ He- C 

CIG TGC AAA AGC MC AGC AAA AGC AGC CCG AGE AAC AAA CTC AAA AAG AAA COG AGC fflC- 3' 



WO 95/27787 - 56 - 

Information for SEQ ID NO: 45 G198B6C 



PCT/FR95/00444 



SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 59 amino acids , 177 nucleotides 



STRANDEDNESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - SerTftrGln'mrAsnlysJtoSer Hit Lys Ser Arg Ser Lys Asn Pro Pro Lys lys Pro 
5». A3C PCZ CG XT AAC JVtfl Q33 AGC ACC AAA AGC 03T MC AAA AAC 003 COS AAA AAA 
150 173 176 t 

Lys Asp Asp Tyr His ftfi Glu Val ite Asn Ite Val Pro Ser Ser lie Cys Gly Asi Asn Gin 
AAA GST GO* T7C OC TIC Q^A GIG TIC AAC TIC GIG CUT AGC X3C JOC 1QC GQC AAC AAC OC 



Lea cys Lys Ser He Ser Lys Thr He Pro Ser Asn Lys Vro lys Lys Lys Pro - C 
CIG HOC AGC AIC 2GZ AAA ACC A3C QC3 AGC AAC AAA GG3 AAA AEG AAA CH3 - 3' 



Information for SEQ ID NO: 46 G198B6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 57 ami no acids, 171 nucleotides 



STRANDEDNESS : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N-SerThrGlnlhrAsnlysProSerTfcrlysSerArgS^ 

s»- taztaz og aac aaa ens agc acc aaa agc enr agc aaa arc ens ens aaa aaa cts 



L^AspAspTyrHisIteGXu\^FteAsnIte\^ProSerSerne 

AAA CRT GKT CAC TIC GRA GIG TIC AAC TIC GIG CE AGC AGC AIC TGC CSC AJC AAC OG 



Leu >/s lys Ser lie Ser Lys Tnr lie Pro Ser Asa Lys Pro lys Lys - C 
OGTGC AAA AT MC AGT AAA MC «IC OCXS AGC AAC AAA CEG AAA AAG - 3' 



WO 95/27787 - 57 - 

Information for SKQ ID NO: 47 G194B6C 



PCT/FR95/00444 



SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 55 amino acids, 165 nucleotides 
STRAND EDNES S : S ingl e 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Ser Iftr Gin Thr Asn Lys Pro Ser Hit lys Ser Azg Ser Lys Asn Pro Pro Lys Lys Pro 
5'- AGS AOS C7G AOS ABC AWV CDS AGS JOT AAA AGS CGT AGS AAA AAC CCS CIG AAA AAA CCD 
160 173 176 , 

Lys Asp Asp Tyr His fte Glu Val Ete Asn Fhe Val Pro Ser Ser He cys Gly Asn Asn Gin 
AAA QlT G*T IAC CAC TIC GIG TIC AAC TIC GIG CSS AGS AGS AXC IGS S3S AAC AAC CTG 

1S2 1B6 154 

Leu Cys Lys Ser He Ser Lys Hit He fro Ser Asn Lys Pro - C 
CIG TGC AAA AGC XXC AGC MA ACS AZC CDS AGS AAC AAA CDS - 3* 



Information for SEQ ID NO: 48 G192B6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 53 amino acids, 159 nucleotides 
ST HANDEDNESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Ser Hit Gin Tftr Asn Lys Pro Ser The lys Ser Arg Ser lys Asn Pro Pro Lys Lys Pro 
5«- AGS CAG AGC AAC AAA CSS AGS AGS MA AGS CST AGC AAA AAC CSS COS AAA AAA COS 
160 173 176 

Lys Asp Asp Tyr His Ebe Glu Val fte Asn fts Val Pro Ser Ser He cys Gly Asn Asn Gin 
AAA GO* TXT GC TIC C3W GIG TIC AAC TIC GIG CCS AGS AGS JCOC TOS OSS AAC AAC CW3 

1B2 186 152 

Leu cys Lys Ser He Ser lys Uir He Pro Sec Asn - C 
CIG TGC AM AGS ASC AGS AAA ACS AJC OS AGS AAC - 3* 



WO 95/27787 - 58 - PCT/FR9 5/0 0444 

Information for SEQ ID NO: 49 G6B6C 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 51 amino acids, 153 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Ser Thr Gin Tfrr Asn lys Pro Ser Thr Lys Ser Arg Ser Lys Asn Pro Pro Lys Lys Pro 
5*- PCC PCC PCZ M: AAA GCG AE AT AAA AGE CGT A3C AAA AfiC CHS OCG AAA AAA G03 
160 173 176 

Lys Asp Asp iyr His £te GLu Val Ete Asn Fhe Val Pro Ser Sex He Cys GLy Asa Asn Clin 
AAA (ST GET T3C OC TIC GUV GIG TIC AAC TIC GIG ODC AGC PCC AXC IOC G3C ABC AAC CfG 

1B2 186 250 

Lai Cys Lys Ser He Ser Lys Hit He Pro - C 
CT3 HOC AAA PCC PZC PCC AAA PCC AIC CXG - 3' 



Information for SEQ ID NO: 50 G7B6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 33 amino acids, 99 nucleotides 



STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 

258 173 176 

N - Lys Pro Lys Asp Asp iyr His Ite GXu Val Ite Asn Ite Val Pro Ser Ser lie Cys GLy 
5'- AAA CCG AAA C3ST G5T TFC QC TIC G»A GIG TIC ARC TIC GIG CDC PCC POC PEC TOC G3C 

2S2 2S6 150 

Asn Asn Gin Leu Cys lys Ser He Ser lys Tlxr He Ifco - C 
PPC PPC OG CIG IOC AAA AGC AIC AOS AAA PCC A3C CH3 - 3' 



WO 95/27787 - 59 - PCT/FR9 5/0 0444 

Information for SEQ ID NO: 51 G2V 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 101 amino acids r 303 nucleotides 
STRAND EDNES S : s ing 1 e 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
130 

N - Gin Asn Arg Lys lie lys GLy Gin Ser Hrr Lai Pro Ala Inr Arg Lys Pro Pro lie Asn 
5'- OA ARC AGA AAA AIC AAA GET OA TOV AOV OA OOV OX AOV AOV AAA GOV OOV ATT AKT 

Pro Ser GLy Ser He Pro Pro GLu Asn His Gin Asp His Asn Asn ffce Gin Inr Leu Pro Tyr 
CCA TOV OA AOC PCCC 03V GOV OA AAC Off OA C5C OC AAC AAC TIC CAA AOV CIC GGC TXT 
171 173 176 1B2 IBS 

Val Pro Cys Ser Inr Cys Ghi GLy Asn Leu Ala Cys Leu Ser Leu Cys His He GLu Tnr GLu 
GIT CO: 70C AGT AOV 1GT GA Q3T AKT CXT GOV TOC TIA TOV CIC HOC Off MT GC ACG OA 

192 

Arg Ala Pro Ser Arg Ala Pro Thr He Inr Leu Lys Lys Inr Pro Lys Pro Lys Inr Inr Lys 
GOV CCA AGC AOV GOV GOV AOV AXC AOC OC AAA AAG AOV GOV AAA GOV AAA AQC Z£J< AAA 
213 230 
Lys Pro Inr Lys Thr Thr He His His Arg Inr Ser Pro GLu Inr Lys Leu Gin - C 
PfC GOV AGC AA3 AOV AOV AIC Off CC AOV ACC AGC CUV OA ACC AAA CIG OA - 3' 

Information for SEQ ID NO: 52 G2V6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 101 amino acids, 303 nucleotides 
STRAND EDNES S : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
130 

N - Gin Asn Arg Lys He Lys GLy Gin Ser Inr Leu Pro Ala Inr Arg Lys Pro Pro He Asn 
5'- OA AAC AGV AAA A2C AAA GGT OA TOV AOV OA GOV GCC AOV AGV AAA GOV QOV AIT ART 



WO 95/27787 



60 



PCT/FR9 5/0 0444 



ISO 

Pro Ser GLy Ser He Pro Pro Gin Asn His Gin Asp His Asa Asa Fhe Gin Bar Leu Pro Tyr 
CCATOVCiaAX«KICCrAa3lGVVAM: TO CAA GET CTC AAC AAC TIC OA ACA CIC OCT TO 
171 173 176 182 186 

Val Pro Ser Ser Tnr cys GLa GLy Asn l£u Ala Cys Leu Ser Leu Ser His He Glu Bar Glu 
GIT QX A3C A3T «3V IGT QA GST ART CIT OCA TOT TIA TCA CIC AOC TO ATT CTG AOS OA 

Arg Ala Pro Ser Arg Ala Pro Ihr He Bar Lea Lys Lys Tnr Pro Lys Pro Lys Thr Bar Lys 
A3^ 03V CTA A3Z G31 031 ACA AIC «T CIC AAA AAG Ad CCA AAA OA AAA AOC ACA AAA 

213 230 
Lys Pro Tnr Lys Thr Thr He His His Arg Tnr Ser Pro Glu Tnr Lys Leu Gin - C 
AA3 OA AS AK5 AZA fOL AlIC OCT OC AOV AGC PCC GA OA ACT AAA CTG CAA - 3* 



Information for SEQ ID NO: 53 G200V 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 61 amino acids , 183 nucleotides 



STRAND EDNESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Leu Pro Ala Bar Arg Lys Pro Pro He Asn Pro Ser GLy Ser He Pro Pro Glu Asn His 
5»- OA GDI GGC -7CA AGA AAA CDl ATT AET 031 1CA G3V AGC AGC OCA CXA CAA AAC OCT 
160 173 176 

Gin Asp His Asn Asn Ite Gin Bar Lea Pro Tyr Val Pro Cys Ser Bar cys Glu Gly Asn Leu 
OftSCOCWCAKTTIC CAA Ad CIC GDC TO GIT TQC AGT Ad TGT <3A G*T AAT CTT 

182 1B6 200 

Ala Cys Lea Ser Leu Cys His He Glu Bar Glu Arg Ala Pro Ser Arg Ala Pro Bar He - C 
OCA TGZ HA TCA CCC TQC OCX XTT (3G ACS G*A A3V OA CR AGC AGA GOV CCA ACA AIC - 3' 



WO 95/27787 - 61 - PCT/FR9 5/0 0444 

Information for SEQ ID NO: 54 G198V 

SEQUENCE TYPE: ami no acids and nucleotides 
SEQUENCE LENGTH: 59 amino acids, 177 nucleotides 
ST RAND ED NESS : single 
TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Leu Pro Ala Hit Arg lys Ito Ifco lie Asn £*d Ser Gly Ser He Fro Pro Glu Asn His 
5'- OA OCA OTK^AaAflA GDI CCA £JT MT CTA 1CA GDI £OC JOC CCA CCA GV^ A£C COT 
160 173 176 

Gin Asp His Asn Asn fhe Gin Thr Leu Pro iyr Val Pro Cys Ser Thr cys Glu Gly Asn Leu 
OVA CSC OC AflC ARC TIC OA ACA CTC CDC TOT GIT CCC TQC AGT A£A 7GT C5W GGT AKT GIT 

182 186 ise 

Ala Cys Leu Ser Leu Cys His lie Glu Hit Glu Arg Ala Pro Ser Arg Ala Pro - C 
GDI TGZ T3A TCA CIC TOC COT ATT CSG A0G GAA AG^ GDI 0DI A3C GDI GDI - 3* 



Information for SEQ ID NO: 55 G196V 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 57 amino acids, 171 nucleotides 
STRANDEDNESS : single 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Leu Pro Ala Thr Arg 1*5 Pro Pro He Asn £*o Ser Gly Ser lie Pro Pro Glu Asn His 
5'- CD^ GDI GCC Ad JQV AAA GDI ODV AJT ART GDI TDl £GC AIC QCA OA «A AKT COT 
160 173 176 

Gin Asp His Asn Asn Ite Gin Hit Leu Pro Tyr Val Pro cys Ser Unr cys Glu Gly Asn Leu 
D*A C5C CRC ABC ABC TIC OA AA. OC CCC TOT GIT CCC 7GC AGT JOV 1GT OA GGT ART OT 

182 186 136 

Ala Cy • Leu Ser Leu Pys His He Glu Thr Glu Arg Ala Pro Ser Arg - C 
GDV TOT HA ItA CIC COT AIT C?G ACD CTA A3V GDI GDI XT - 3* 



WO 95/27787 



- 62 - 



PCT/PR95/00444 



Information for SEQ ID NO: 56 G194V 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 55 amino acids, 165 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: protein 



N-li^PcDAUThrArgl^ProProlleAsriProSerd^ 

5'- OA OX AOV K5\ AAA Q3V JSTT AKT OCA TOV G3V £GC AXC QD^ QEV »A A?C CRT 



Ala Cys Leu Ser leu Cys His lie GIu Thr GLu Arg Ala Pro - C 

to: ha ira. cxctgc att csc m ra* asv gca gdi - 3' 

Information for SEQ ID NO: 57 G192V 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 52 amino acids, 156 nucleotides 

STRANDEDNESS : single 

TOPOLOGY: linear 

MOLECULE TYPE: protein 



N - leu Pro Ala Hit Arg Lys Pn Pro He Asi Pro Ser Gly Ser He Pro Pro GIu Asn His 
5'- OA Q31 GOC ACA ACA AAA Cd AIT ART QOl 7CA POC JETC CCA GC& OA ABC On* 



CAA <3C OC ABC ABC TIC OlA ACA QC CDC TKT GIT GDC IGC AST ACA TGT GRA G3T ART CTT 



140 





J76 

Thr cys Gin GLy Aai Leu 




WO 95/27787 - 63 

Information for SEQ ID NO: 58 G6V 



PCT/FR95/00444 



SEQUENCE LENGTH: 51 amino acids, 153 nucleotides 



STRANDEDNESS : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Leu Pro Ala Thr Arg Lys Pro Pro lie Asn Pro Ser Gly Ser He Pro Pro GLu Asn His 
5'- OA GOV OCT XA> *AA OA GCA KTT AKT QZA TOl GGA A3C AIC CCA CCA «A AftC CAT 
160 173 

Gin Asp His Asn Asn Fte Gin Uir Leu Pro Tyr Val Pro Cys Ser Thr Cys Glu Gly Asn Lai 
CAAC5C OC AftT AftC TIC OA CIC OX TAT GIT OX T3Z XJT ACA 1GT C»A OCT ACT OT 

182 1B6 ISO 

Ala cys Leu Ser Leu Cys His He Glu Thr - C 
GOV T3C TIA TO CCC 1GC Off KTT (X M - 3* 



Information for SEQ ID NO: 59 G7V 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 33 amino acids, 99 nucleotides 



STRANDEDNESS : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 

158 173 . 176 

N - Asn His Gin Asp His Asn Asn Gin Thr Lsu Pro Tyr \tel Pro Cys Ser The Cys 
5»- AKT Off CAA GfC OC AJC HC TIC CTA «3V CIC CXT Uff GT- COC 1GC AGT ACA TGT 

122 1£6 190 

Glu Gly Asn Leu Ala Cys Leu Ser Leu Cys His He Glu Thr - C 
GAA GST AKT CTT GCA TOT T2A TOl CIC TGC Off AIT OC M3 - 3* 



WO 95/27787 - 64 - 

Information for SEQ IB NO: 60 G200V6C 

SEQUENCE TYPE: amino acids and nucleotides 



PCT/PR95/00444 



SEQUENCE LENGTH: 61 amino acids, 183 nucleotides 



STRAND EDNESS : single 



TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N - Lai Pro Ala Tftr. Arg Pro Pro lie Asn Pro Ser Gly Ser lie Pro Pro Glu Asn His 
5'- CIA OA OOC ACA *d AAA 0d (XA AIT AAT CCA TCA AQC AIC CCA OA G5A A?C CAT 
160 173 176 

Gin Asp His Asn Asn She Gin lnr Lai I*o iyr V^l Pro Ser Ser Ihr Cys Glu Gly Asn lai 
OAGC OC AfiC AAC TIC OVA Ad OC 002 UET GIT CCC AGC AGT Ad 1GT GAA G3T ACT CTT 
lfl2 186 200 

Ala Cys Lai Ser Leu Ser His lie GLu Iftr Gui Arg Ala Pro Ser Arg ALa Pro Thr lie - C 
Gd TQZ HA Id OC AGC CTT OTT C3G P£J3 GAA Ad Gd CCA AGC Ad Gd Gd ^CA AIC - 3* 



Information for SEQ ID NO: 61 G198V6C 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 59 amino acids, 177 nucleotides 



STRAND EDNES S : single 



TOPOLOGY : linear 



MOLECULE TYPE: protein 
140 

N - Lai Pro Ala Thr Arg Lys Pro Pro lie Asn Pro Ser Gly Ser lie Pro Pro Glu Asn His 
5'- CCA Cd GCC Ad Ad AAA OA CCA ATT ART CCA Id GGA AGC AXC Od dA OC 
160 173 176 

Gin Asp His Asn Asn Phe Gin Ihr Lai Pro Tyr \fel Pro Ser Ser Thr cys Glu Gly Asn Leu 
dA C3C OC ARC ABC HC OtflAd CIC CQC TXT GIT CUT AGC AGT Ad IGT GW GGT ACT CTT 

1B2 1B6 - 198 

Ala C^s Ser Iai Ser His He Glu Ihr Glu Arg Ala Pro Ser Arg Ala Pro - C 

Od 1GC TIA Id CIC AGC Off ATT OG UJ3 dA Ad GCA 0d AGC Ad^Od Qd - 3' 



WO 95/27787 - 65 - PCT/PR95/ 00444 

Information for SEQ ID NO: 62 G196V6C 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH : 57 amino acids, 171 nucleotides 
STRAND EDNES S : single 
TOPOLOGY: linear 



MOLECULE TYPE : protein 
140 

N - Lai Pro Ala Thr Arg Lys Pro Pro lie Asn Pro Ser Gly Ser lie Pro Pro Glu Asn His 

160 173 176 

Gin Asp His Asn Asn Phe Gin Thr Leu Pro Tyr Vfel Pro Ser Ser Thr cys GLu Gly Asn Leu 

CTA OTC CTC AflC ABC 1TC CTA £OV C1C COC TKT GIT GD3 MC £GT ACA TGT C5W GET AW CIT 



Ala Cys lax Ser leu Ser His He Gin Thr GLu Arg Ala Pro Ser Arg - C 
GCA TGC TTA TCA CIC A3C CTT XTT GZG XJ3 GVl AGA OCA GDI A3C JCPl - 3' 



Information for SEQ ID NO: 63 G198V6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 55 amino acids, 165 nucleotides 



STRAND EDNES S : s ingl e 
TOPOLOGY: linear 



MOLECULE TYPE: protein 
140 

N-Ii^ProAUThrArgLysProPtolleAm 

5'- OA GD^ GDC ACA £GV AAA OCA, ATT AKT OCA TCTl G3A £GC AIC GDV CCA OA AJC COT 
ieo 173 176 

Gin Asp His Asn Asn Be Gin Thr Leu Pro Tyr Val Pro Ser Ser Thr cys Glu Gly Asn Leu 
CTA CSC CTC AflC AfiC TIC GA CIC OOC TRT GIT CDC XT 2GT XJL TGT (3*A GST AAT CTT 
1B2 166 154 

Ala Cys Leu Ser lai Ser His lie Glu Thr Glu Arg Ala Pro - C 
GCA TOC T2A TCT. CIC A3C CTT XTT CTG AGE GAA nra CTA - 3* 



WO 95/27787 - 66 - 

Information for SEQ ID NO: 64 G192V6C 



PCT/FR9 5/00444 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 52 amino acids, 156 nucleotides 



STRAND EDNESS : single 



TOPOLOGY : 



MOLECULE TYPE: protein 
140 

N - Lai Pro Ala ttir Arg Lys Pro Pro He Asn Pro Ser GLy Ser He Pro Pro GLu Asn His 
5 1 - OA GC^ OCT -ACA AOL AAA <TA OA AIT AKT COVIOV GGA MC ATC OCA OOL GAA AfiC OCT 
160 173 176 

Gin Asp His Asn Asn Ete Gin Thr Leu Pro Tyr \&1 Pro Ser Ser Thr cys Glu Gay Asn Leu 
OA CSC 05C AflC ABC TTC OA AOV. CTC CEC TXT GIT QOC XT AGT PCA TGT OVA QGT ACT CTT 

132 UBS 192 

Ala Cys Leu Ser Leu Ser His He GLu Thr Glu Arg - C 

GOV TOZ TIA TOV dC A3T Off ATT OG GA/GA - 3' 



Information for SEQ ID NO: 65 G6V6C 



SEQUENCE LENGTH: 51 amino acids, 153 nucleotides 



STRANDEDNESS : single 



TOPOLOGY : 1 ine ar 



MOLECULE TYPE: protein 
140 

N * Leu Pro Ala Thr Arg Lys Pro Pro He Asi Pro Sear GLy Ser He fro Fro GLu Asn His 
5'- OA GOl GJZ £OV £GA AAA CDV QOL AIT AM* CCA TO^ G3\ AGC AIC OOl GOV iV¥2 OCT 
160 173 176 

Glr. Asp His Asn Asn Fbe Gin Hit Leu Pro Tyr Val Pro Ser Ser Thr cys Glu GLy Asn 
OAGC OC AAC ABC TIC CBAACA CIC CDC TOT GIT GDC AGC AGT AOL 1GT OVA GST ART OCT 



Ala Cys Leu Ser Leu Ser His He Glu Tftr - C 
GCA TX3C TIA ICA CT' JCO GOT AIT OX? PCS - 3* 



WO 95/27787 - 67 - PCT/PR95/00444 

Information for SEQ ID NO: 66 G7V6C 

SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 33 amino acids, 99 nucleotides 
STRAND EDNESS : single 
TOPOLOGY : linear 

MOLECULE TYPE: protein 

158 173 175 

N - Asn His Gin Asp His Asn Asn Rib Gin Bit Leu Pro Tyr Val Pro Ser Ser Tnr Cys 
5'- UC Off CAA (5C CC AAC ArC TIC OVA «3V C3C GOC TOT GIT CDC MC AST A3V TGT 

1S2 186 190 

Glu Gly Asn Leu Ala Cys leu Ser Lai Ser His He Glu Ihr - C 
G*A G3T AKT OT TGC TIA TOV CIC AT Off ATT GRG - 3 f 



Information for SEQ ID NO: 67 G4V 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 17 amino acids, 51 nucleotides 
STRAND EDNES S : single 
TOPOLOGY : linear 



MOLECULE TYPE: peptide 

171 173 176 182 186 1B7 

N - Val Pro Cys Ser Tnr Cys Glu Gly Asn lea Ala Cys Leu Ser Leu Cys His - C 
5»- GIT CUT 1UZ POT PCJi. TGT C3\A GST AKT CTT OCA TGC HA TOV OC TOC Off - 3* 



WO 95/27787 - 68 

Information for SEQ ID NO: 68 G4V6C 



PCT/FR9 5 / 00444 



SEQUENCE TYPE: amino acids and nucleotides 



SEQUENCE LENGTH: 17 amino acids, 51 nucleotides 



STRAND EDNESS : single 



TOPOLOGY : linear 



MOLECULE TYPE: peptide 

171 173 176 iB2 186 187 

N - Val Pro Ser Ser He: cys Glu Gly Asn Leu Ala cys leu Ser Leu Ser His - C 
5 1 - GIT OX POC JGT TCT GAA GET ACT CTT OCA TO3 TIA H3V CIC X32 OCT - 3* 



Information for SEQ ID NO: 69 G4'V 



SEQUENCE TYPE: amino acids 



SEQUENCE LENGTH: 17 amino acids 



STRANDEDNESS : singl e 



TOPOLOGY: linear 



MOLECULE TYPE: peptide 

171 173 176 1H2 186 187 

N - Val Pro Asp Ser Thr Asp Glu Gly Asn Leu Ala Cm Leu Ser Leu Qm His - C 

Information for SEQ ID NO: 70 G4'V6C 

SEQUENCE TYPE: amino acids 

SEQUENCE LENGTH: 17 amino acids 
STRANDEDNESS: single 
TOPOLOGY: linear 



MOLECULE TYPE: peptide 

171 173 176 1B2 186 187 

N - val Pro Ser Ser Ttsr Asp GLu Gly Asn Leu Ala Qm r«i ser t**» ser His - C 



WO 95/27787 - 69 

Information for SEQ ID NO: 71 G1V 



PCT/FR95/00444 



SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 14 amino acids, 42 nucleotides 
STRAND EDNES S : s ingl e 
TOPOLOGY: linear 

MOLECULE TYPE: peptide 

174 176 1B2 186 187 

N - Ser Thr Cys Glu GLy Asi r*" Ala Cys r^* Ser Lai Cys His - C 
5'- fCT A^, TOT GRA G3T AfiX C2T 03V 7QC T3A 1CA C3C TQC OT - 3' 

Information for SEQ ID NO: 72 G1V6C 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 14 amino acids, 
STRANDEDNESS : single 
TOPOLOGY : linear 

MOLECULE TYPE: peptide 

174 176 1B2 186 187 

N - Ser Tftr Cys Glu GLy Asn Lai Ala Cys twi ser Lai Ser His - C 
5'- PGT £CA 1GT GA G3T AKT CTT 031 IOC TJA 1CA C3C A3C OT - 3* 



WO 95/27787 - 70 - PCT/FR95/00444 

Information for SEQ ID NO: 73 G1'V6C 

SEQUENCE TYPE: amino acids 

SEQUENCE LENGTH: 14 amino acids 

STRAND EDNESS : single 

TOPOLOGY: linear 

MOLECULE TYPE : peptide 

174 176 182 166 187 

N - Ser Inr Asp Gin GLy Asn Leu Ala Qm r«i Ser Lea Ser His - C 

Information for SEQ ID NO: 74 BB 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 219 amino acids, 657 nucleotides 
STRAND EDNESS : single 
TOPOLOGY: linear 

MOLECULE TYPE: protein 
1 

m a N - Lys iyr GLy \fel Ser Asp Tyr Tyr Lys Asn Leu He Asn Asn Ala Lys 
5'- AAA TXT GGA GDI PGT CSC TRT 7AC ABG AST OA AIC AAC ART GDC AAA 

17 

Thr Val Glu GLy Val Lys Asp Leu Gin Ala Gin Val Val Glu Ser Ala Lys Lys 
ACT GIT CAA G3C G3A AAA (5C C3T OA GZA CAA GIT GIT TO GOG AAG AAA 

» 

35 

Ala Arg lie Ser Glu Ala Thr Asp Gly lai Ser Asp Ite Leu Lys Ser Gin Inr 
G33 QST AIT TOV G*A GCA Att CTT G3C TIA 1CT GKT TTC TIG AAA TOl O^A ^OV 

53 

Pro Ala Glu Asp Hit Val lys Ser He Glu Leu Ala Glu Ala Lys Val Leu Ala 
OCT OCT GAA CSCT ACT GIT AAA TO AST TO OCT GAA GCT AAA GXC T3A OCT 



WO 95/27787 



- 71 - 



PCT/FR95/00444 



71 

Asn Arg GLu Lai Asp Lys Tyr Gly v&l Ser Asp Tyr His Lys Asn Leu He Asn 

ppc c*tfv err esc ma tot gga gia agt ctc ttct ctc aag aac oaaic a*c 

89 

Asa Ala Lys Inr GLu GLy Val Lys Asp leu Gin Ala Gin Val Val GLu Ser 
ART OX AAA PCT GIT SA G3T GZA AAA ®C QT CAA G51 CAA GIT GIT CPA 1CV 

107 

Ala Lys Lys Ala Arg He Ser GLu Ala Thr Asp GLy Leu Ser Asp Fhe Leu Lys 
GGG AA3 MA GjG GGT ATT Td &A ACA G=CT OT TZA TUT CTT TIC TIG 

125 

Ser Gin Thr Pro Ala Glu Asp Thr Val Lys Ser He GLu Leu Ala GLu Ala Lys 
Id OA ACA OCT GZT C?A GST ACT GIT AAA TO^ A3T C?A HA OCT G\A OCT AAA 

143 

Val Leu Ala Asn Arg Glu Leu Asp Lys Tyr Gly Val Ser Asp Tyr Tyr Lys Asn 
GIC TTA OCT PPC G^A CTT GFC AAA 1AT G3V GIA PCT (X TXT TPC PPG AAC 

151 

leu He Asn Asn Ala Lys Tnr Val Glu Gly Val Lys Ala Leu He Asp GLu He 
OA AIC AttT AAX GX AAA PCT GIT C7A Q3T GIA AAA OG AZA OT G^A POT 

179 

Leu Ala Ala Leu Pro Lys Thr Asp Hit Tyr Lys Leu He Leu Asn Gly Lys Thr 
TIA OCT 03V HA GZT PPG ACT CSC ACT TAC AAA TIA AIC CTT AAT Q3T AAA ACA 

197 

Leu Lys Gly GLu Ihr Hit Thr Glu Ala Val Asp Ala Ala Thr Ala Arg Ser Fbe 
TIG AAA 033 CRA Pd PCT PCT C^A OCT GET GKT CCT GZT PCT GZA PGA TCT TIC 

215 219 
Asn She JEto He Leu - C 
AKT TIC OCT A3C C3C - 3' 



Information for SEQ XD NO: 75 <5BB a fragment of BB 
SEQUENCE TYPE: amino acids and nucleotides 
SEQUENCE LENGTH: 108 amino acids, 324 nucleotides 
STRAND EDNES S : s ingl e 



TOPOLOGY: linear 



WO 95/27787 



72 



PCT/FR95/00444 



MOLECULE TYPE: protein 
1 

■ N -Lys Tyr Gly Val Ser Asp Tyr His I*s Asn Leu lie Asn Asn Ala Lys 
5'- AAA. TOT G2A AGT GEC 1ST CSC iWG ABC OA A3C AJC AfiX G3T AAA 

17 

Thr Val GLu GLy Val Lys Asp Leu Gin Ala Gin Val Val GLu Ser Ala Lys Lys 
ACT GIT ®A GGT GIA AAA CSC CTT C?A G3^ GIT GIT G*A TOl G33 A?G AAA 
35 

Ala Arg lie Ser GLu Ala Thr Asp Gly Leu Ser Asp Jte Leu Lys Ser Gin Thr 
GCG GGT AIT TOl CSA GDI AOl <5T OOC TTA TCT GKT TIC TIG AAA TCV C3A id 
53 

fto Ala GLu Asp Hit Val Lys Ser He GLu Leu Ala GLu Ala Lys Val Leu Ala 
OCT GCT <SA CTT ACT GIT AAA TCA AIT ©A TTA OCT CSA OCT AAA GIC TTA OCT 
71 

Asn Arg GLu Leu Asp Lys iyr GLy Val Ser Asp Tyr tyr Lys Asn Leu lie Asn 
AAC AGACSA CTT &C AAA 1ST GJA AGT CSC TOT T7C AAG AAC OA JOC AtfT 
B9 

Asn Ala Lys Ihr Val GLu GLy Val Lys Ala leu He Asp GLu lie leu Ala Ala 
AAX GCC AAA ACT GIT GGT G2A AAA GZi CIG A3A CSX CSA ATT TTA GCT 
107 108 
Leu £to - C 
TIA OCT - 3' 



